Score

1820 bits(985)

Expect Identities Gaps Strand
0.0 1020/1043(98%) 3/1043(0%) Plus/Plus

Query
Shjct
Query
Shjct
Query
Shjct
Query
Shjct
Query
Shjct

Query
Sbjct
Query
Shjct
Query
Shjct
Query
Shjct
Query
Shjct
Query
Shjct
Query
Sbhjct
Query
Shjct
Query
Shjct
Query
Sbjct

12
16
72
76
132
136
192
196
252
2956

312

316

372

376

432

436

492

496

552

o906

612

616

672

676

732

736

792

796

802
856

CTNGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGEE

NN NN nnn s unyansyy
CTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGGE

TGGCGANNNNNGGACGGGTGAGGAAAACGTCGGAATCTGCCTA GTGGGGGATAACGT

L1 LOELETTTEEEert P e e e e ey
TGGCGAGTGGCGGACGEGTGAGGAATACGTCGGAATCTGCCTATTTGTGEGEGATAACGT

AGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGTGGGGGACCGCAAGGCC

IIII|||IIIIII|||IIIIII|||IIIIIII|||IIIIII|||IIIIII|||IIIIIII
AGGGAAACTTACGCTAATACCGCATACGACCTACGGETGAAAGTGGGEGACCGCAAGGCC

TCACGCAGATAGATGAGCCGACGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAG

LECEEELLE LT et e e e e
TCACGCAGATAGATGAGCCGACGTCGGATTAGCTAGTTGGCGEGGTAAAGGCCCACCAAG

GCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCC

NN NN s na ey
GCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCC

AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC

LLLLELLLEETEEEEE et et ee e e
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGEACAATGGGCGCAAGCCTGATCCAGC

CATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCAC GTCCGGAAAGAAAAG

LUDLLELELEL et e et L L e ern
CATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAAG

CTTAGGGTTAATAACCTTGAGTCATGACGGTACCGGAAGAATAAGCACCGGCTAACTTCG

LEDEEEEEREr e Free et et e e e et e ey
CTTAGGGTTAATAACCCTGAGTCATGACGGTACCGGAAGAATAAGCACCGGCTAACTTCE

TGCCAGCAGCCGCGETAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAG

LULLLLLEEETEEEEEEt e e e e e
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCETTACTCGGAATTACTGGGCGTAAAG

CGTGCGTAGGTGG GTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCA

LEDEEEEEL e e e e e e e r e e ey
CGTGCGTAGGTGETTTGTTAAGTCTEGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCA

TTGGAAACTGGCTTACTAGAGTGCGGTAGAGGGTAGTGGAATTCCCGGTGTAGCAGTGAA

LOLEEELEREL L L et Lty
TTGGAAACTGGCTTACTACAGTGCGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAA

ATGCGTAGATATCGGGAGGAACATCTGTGGCGAAGGCGACTACCTGGACCAGCACTGACA

LLLLLEEEEETEEEE e e Ceee e fere e
ATGCGTAGATATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAGCACTGACA

CTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAA

LOLEELEEEEEEEEEE e bbb e
CTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAA

ACGATGCGAACTGGATGTTGEGGGGCAACTTGGCCCTCAGTATCGAAGCTAACGCGTTAAG

LV et e e e e e
ACGATGCGAACTGGATGTTGGGGGCAACTTGGCCCTCAGTATCGAAGCTAACGCGTTAAG

TTCGCCGCCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGANN -GGGCCCGC

LOLLEELELEEEEEE L L L L e i
TTCGCCGCCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGEECCCEE

71

75

131
135
191
195
251
295
311
315

371

375

431

435

491

495

ool

255

611

615

671

675

731

735

791

795

851

855

g1@
915



